Results of Gene Ontology (GO) enrichment analysis performed on 445 up-regulated genes in pediatric spinal EPN. GO analysis was carried out with biological processes using the WebGestalt 2013 tool and significant GO terms were selected at false discovery rate (FDR) < 0.05. GO identification number (GOID) along with the GO category name (Category Name), observed (Obs) and expected (Exp) genes in each GO category, ratio of enrichment (ES), and the significance of enrichment for the category using Fisher's exact test with for multiple test correction are reported.
